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PlaJorm Technology Time LOD Pros Cons 
RAZOR™	  EX Nested	  PCR <35	  min 100	  cells/mL 
• Fast	  
• Sensi@ve	  
• Portable	  
• Minimal	  training	  needed 
• High	  cost	  
• Pure	  DNA	  sample	  required	  
QuickFISH™ FISH ~20	  min N/A 
• Fast	  
• Speciﬁc	  
• Sensi@ve	  
• Minimal	  training	  needed 
• High	  cost	  
• Slide	  reader	  and	  microscope	  
needed	  
• Requires	  refrigera@on	  
• Not	  portable	  
• Currently	  only	  for	  blood	  samples 
Bio-­‐Seeq™ PCR ~65	  min 100	  cells 
• Sensi@ve	  
• Speciﬁc	  
• Portable 
• High	  cost	  
• Training	  needed 
IC-­‐NASBA NASBA	  +	  MB <90	  min 1	  cell 
• Speciﬁc	  
• Sensi@ve	  
• Portable 
• High	  cost	  
• 3	  enzymes	  needed	  
• Pure	  DNA	  sample	  required	  
LFNAB Lateral	  ﬂow ~30	  min 12.5	  aM 
• Fast	  
• Sensi@ve	  
• Portable	  
• Minimal	  training	  needed 
• Requires	  refrigera@on	  
• Untested	  robustness	  
• Labor-­‐intensive	  prepara@on 
SPIRIT SPR ~20	  min 10	  cells 
• Fast	  
• Sensi@ve	  
• Minimal	  sample	  
processing	  required 
• 	  High	  cost	  
• Training	  needed	  
• High	  variability	  
• Needs	  computer 
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DNA PNA 
peptide nucleic acid (PNA) 
PNA for field use	  
• 	  bind	  in	  low	  salt	  condi.ons	  
• 	  resistant	  to	  nucleases	  and	  proteases	  	  
• 	  Tm	  is	  independent	  of	  ionic	  strength	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  is	  near	  instantaneous	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Pearson's r = 0.99935
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Current	  work	  	  Moving	  to	  FIT	  probes	  for	  
higher	  sensi.vity	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